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Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 1; y þ 
S1. Experimental
The reaction was carried out under solvothermal conditions. 2,4,5-Trifluoro-3-methoxyl benzoic acid (0.220 g, 1 mmol), CoCl 2 (0.130 g, 1 mmol) and phenanthroline (0.156 g, 1 mmol) were added to an airtight vessel together with methanol and water in a ratio of 1:2 (v/v). The vessel was heated at 393 K for three days and was then cooled down to room temperature with a rate of 10 Kh -1 . The resulting blue solution was filtered. The filtrate was placed for several days yielding blue block-shaped crystals in a yield of 78%. Elemental analysis: calc. for C 28 H 22 CoF 6 N 2 O 9 : C 47. 81, H 3.15, N 3.98; found: C 47.50, H 3.47, N 3.62 . The elemental analyses were performed with a Perkin-Elmer model 2400 series II.
S2. Refinement
The water H atoms could be located in difference Fourier maps and were refined with a distance O-H of 0.85 Å, the aromatic H atoms were placed in calculated positions. The U iso (H) values were set at 1.2U eq (C) for the aromatic H atoms, and 1.5U eq (O) for water molecules.
Figure 1
The molecular structure of title compound, with at 1 om labels and displacement ellipsoids drawn at the 30% probability Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F
2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of
) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

